. Structure alignment of human er-cHL and mHL. Sequence alignment of the human er-cHL sequence (er-cHL) and the crystal structure (PDB code: 2CW6) of the protein core of human mHL protein (mHL[2CW6]). Secondary structure elements of both the model (ss_er-cHL) and template (ss_mHL) are included (H: helix; E: beta sheet) and labeled according to their position in the template structure (H1 to H10; E1 to E8). Position of the mutated residues R56, L207 and H248 are indicated. Residues corresponding to exon 6 of ercHL are underlined.
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